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a7, B Rk L P ERE O3
Fl sz MR & AN 2 B o 2 B An F Dk
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V2u~Av 2 EN.T T A 2710 (T0),
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tetM, 0, S?P% ., =7 1174 K ML) ZRIEHIC
DWW T EEAIGEM AR > FICB 5T % mefA, 4%
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(42.8%). S. bovis 20 ¥k (40.8%). S
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X 2 %I BEE R (CFERk 28~30 4R )
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TC. PLM T DWW Tk, %ISR EH L
7= (X 3),
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4),

%

1A S. dysgalactiae
80 )
& = %8 (5H)

40
20
0
CEZ KM GM EM TC CPFX ERFX PLM
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M 15 8k) . E. faecium (6 BEHIMHE @ 1

dysgalactiae

42



MR, 5 SEAIMHAE - 1 Bk, 3 SEAIMHE - 186 72
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~EiE 0 12 3 45 6|K8
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BRUILERICEB LS/, SRIOFHET
ZHIMIEE N 2RO 7= 2 L0 s, EHERE &



%3 EHITHERAS TR A
S uberis S bovis S. dysgalactiae S spp. E faecium &;

BB U3m) (20%) (%) (25%) (3%) (100%)
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